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Cell culture Protein purification (FPLC) Classic biochemistry Mass spectrometry
(SDS-PAGE, Western blots, etc.,)

Producing CD109-specific nanobodies for glioblastoma therapy
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Understanding the role of periostin in atopic dermatitis
Periostin as substrate for transglutaminases Inflammation in atopic dermatitis Difference between periostin splice isoforms
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Making a protease-detecting biosensor
° d d ° llf. ° " [ , f [} h b ° [} ° h [ b ° f h °
Proteases can provide disease “fingerprints Reporting A2M’s contformation change by FRET Designing A2M protease inhibitors for therapeutic use
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ldentifying disease-relevant proteases by A2M “fishing”
Proteases change the conformation of the protein A2M ving P 4 5
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Synovial fluid sample

GFP/REP are too distant, no signal GFP and RFP are close enough for FRET

Protease Rat brain glioblastoma

Find us at www.enghild-lab.dk or visit us at our lab (second story, AU building 1874)!



